Table S5. Eukarya mRNA (and other non-rRNA) gene sequences from V5.

Sequence ID
GKIWQY1018200L
GKIWQYI01AEUTS
GKIWQY101AVBWY
GKIWQY101AZEVC
GKIWQY101A08VK
GKIWQY101ACUK
GKIWQY101BDISY
GKIWQY1018CYFO
GKIWQY10180Q0Y
GKIWQY101809€4,
GKIWQY101AKNUG
GKIWQY101BA6TS
GKIWQY101ASANG
GKIWQY1018XQ6C
GKIWQY1018K62F
GKIWQY101ATCHW
GKIWQYI01AFQKL
GKIWQY101A475X
GKIWQY101A88RH
GKIWQY101AQTOM
GKIWQY1018K62F_2
GKIWQY101BK6ZF_3
GKIWQY101ANHKA
GKIWQY101AFQZR
GKIWQY1018SALF
GKIWQY101B0NNM
GKIWQY101BSD9R
GKIWQY101AHHIC
GKIWQY101A1FPO
GKIWQY1018XNXM
GKIWQY101AZ7HH_2
GKIWQY101A15DF
GKIWQY101AR687
GKIWQY101AYSNY
GKIWQY1018RT6Z
GIIWQY101A13
GKIWQY101A8PWD.
GKIWQY101A5KPS
GKIWQY101AZ7HH
GKIWQY1018H3Q0
GKIWQY101A85K7
GKIWQY1018PH2R
GKIWQY10180E6X
GKIWQY101808PD
GKIWQY101ANYHQ
GIIWQY101AXHYK
GKIWQYI01AIBIM
GKIWQY1018HI6M
GIWQY101AQJ6W
GKIWQY101AQUEW_2
GIIWQY1018YWCS
GKIWQYI0IANTIW
GKIWQY1018YI52
GWQY101AQ547
GKIWQY1018USTF
GKIWQY1018F65X
GKIWQY101A0CWM
GKIWQY1018W1XB
GIIWQY101AN3LX
GKIWQY1018VCSO
GKIWQY101BNTYY.
GKIWQY101AZ8HB.
GKIWQY101AYF7P.
GKIWQY101ADAST
GKIWQY101APASN
GKIWQY101A4746
GKIWQYI01ATFGY
GKIWQY10186GKO
GIIWQY101A1C94.
GKIWQY10180E3Q
GKIWQY1018YF2M
GKIWQY101BTYUO

294935818 Eukaryota

50657597 Eukaryota
294661761 Eukaryota

83281396 Eukaryota
113193577 Eukaryota
195094333 Eukaryota
195102030 Eukaryota
295393587 Eukaryota
153902485 Eukaryota
153919430 Eukaryota

67540319 Eukaryota

154347362 Eukaryota
124012151 Eukaryota
210148086 Eukaryota
13445170 Eukaryota
21779916 Eukaryota
32307244 Eukaryota
32994295 Eukaryota
32995694 Eukaryota
40849982 Eukaryota
72256311 Eukaryota

102567891 Eukaryota

115392331 Eukaryota
115392331 Eukaryota

209361311 Eukaryota

212007811 Eukaryota St

255099160 Eukaryota
219819090 Eukaryota

88656961 Eukaryota
259526188 Eukaryota
194132090 Eukaryota
170522360 Eukaryota

62149314 Eukaryota
193788921 Eukaryota
293338622 Eukaryota

210143279 Eukaryota St

218135405 Eukaryota
329124647 Eukaryota
147776538 Eukaryota
147820696 Eukaryota
239764707 Eukaryota

a |=ngth Qstart Qend e-value %-ident %-sim Gl hit Domain
1 1
st 1128 6ES3 097 097
332 1332 26161 098 098
445 1 ass 0 0% 09
28 128 0002 11
a11 1oan 0 095 095
393 1393 0 0% 09
306 1306 3E141 097 097
266 1 266 3684 088 088
370 1112 1625 088 088
492 1 492 66104 082 082
556 1556 0 095 095
72 172 1818 092 092
491 1401 0 095 095
a7 1 47 1809 094 094
494 1 a0 0 099 09
2 128 SE06 11
79 1079 1832 11
115 1115 2647 097 097
135 1135 4ES1 094 094
140 1 140 2619 078 078
151 1151 5615 078 078
513 1513 0 091 o091
257 1257 SE62 085 085
484 1 484 1ES6 076 076
284 1 284 7E116 094 094
103 1100 2642 099 099
194 1 194 2640 083 083
439 1 439 26149 089 089
328 1038 18124 092 092
226 126 4818 07 07
332 1332 2647 078 078
53 1 53 3E15 096 096
185 1185 4E91 1
395 139 0 098 098
28 128 SE06 101
362 1362 26177 098 098
% 1 9% 1E38 098 098
105 1105 2637 094 094
218 1218 7645 083 083
442 1 as 0 093 093
480 1480 26109 083 083
501 101 0 093 093
536 153 0 0% o092
23 1263 38108 097 097
81 181 2626 095 095
526 1 5% 0 098 098
33 1 33 6E63 083 083
300 1299 26113 092 092
181 1181 SE70 094 094
492 149 0 091 o091
285 1285 6E131 097 097
492 1 a9 0 099 09
348 1 348 38100 087 087
262 1262 26106 094 094
432 1 e 0 11
154 1154 2613 077 077
383 1383 0 099 09
127 1127 2657 099 099
578 1578 26123 083 083
300 273 300 0001 101
232 1232 16107 098 098
275 1275 3139 099 099
198 1198 1696 099 099
a28 1 a 0 094 094
335 1335 26152 096 096
514 1 514 0 093 093
394 1 398 1E159 093 093
345 1385 46178 099 099
467 1 as7 0 0% 09
52 1 52 SE13 094 094
537 1537 0 099 099

Phylum
incertae sedis

Arthropoda
Arthropoda
Arthropoda
Arthropoda
Arthropoda
Arthropoda
Arthropoda
Ascomycota
Ascomycota
Ascomycota
Ascomycota
Ascomycota
Ascomycota

Ascomycota
Basidiomycota
Basidiomycota

Class/Order
Perkinsea
Florideophyceae
Branchiopoda
Insecta

Insecta

Insecta

Insecta

Insecta

Insecta

Insecta
Eurotiomycetes

Genus/species
Perkinsus marinus
Gracilaria tenuistipitata
Daphnia pulex

“

Description Product
Perkinsus marinus ATCC 50983 hypothetical  product="hypothetical protein"

Gracilaria tenuistipitata var. lii chloroplast, ¢ product="large subunit ribosomal RNA"
Danhma pulex ncRNA, kairomone-inducible t product="kairomone- mduclb\e transcript”
Cul

Drosophila melanogaster

clone Culex g rpt_family="LSU-rRNA_H:
nmwpmh melanogaste chromosorme X, co nate="CG32547 gene pmduc( from transcript CG32547-RC

H238 not

"GH23874 gene produc from transcript GH23874-RA; GH23874-PA"

Euphydryas editha
Gryllus bimaculatus
Gryllus bimaculatus
Emericella nidulans

g ; GH23709-PA"
Euphydryas editha clone euphy 50 microsate rpt_type: (andem atelite="microsatlite"
Gryllus bimaculatus mRNA, GBcontig04373 RNA"

Saccharomycetes  Yarrowia lipolytica Yarrowia hpo\v\ma YauoA00352p (YALIOADD:
lact comle product-"large suburit ribosomal RNA"
Saccharomycetes  Pichia pastoris Pichia pastoris G515 chromosome 4, comple "genomic DNA"
cerevisiae EC111, "Similar to YOR410C STE14 Farnesyl cysteine-carboxyl methyltransferase"”
cerevisiae EC111 "Similar to YKL117W SBA1 Co-chaperone that binds to and regulates Hsp90 family chaperones”
cerevisiae EC111 “RDN37-1 355 ribosomal RNA transcript, encoded by the RON1 locus, that is processed into the 255, 185 and 5.85 rRNAS (represented by the RON25, RON18, and RONSS loci)"
cerevisiae EC111 type="genomic DNA"

Tremellomycetes
Ustilaginomycetes

Cryptococcus neoformans
Sporisorium

Cryptococeus neoformans var. grubii strain H mol_type
Sporisorium reilfanum SRZ2 mitochondrial DF mol_type="genom

senomic DNA"

ic D
violaceum violaceum product="elongation factor 1alpha"

Ustlago maydis mitochondrion, complete g2 product="small subunit ribosomal RNA"

Ustilago maydis 521 hypothetical protein (UN product "hvpn(henr.a\ protein”
Cercozoa Imbricatea Paulinella cproduct;
Chlorophyta Ulvophyceae akinetum oduct="small RNA"
Chordata Aves Gallus gallus Galus gallusfinished CDNA, clone ChEST215k mol_typ
Chordata Aves Gallus gallus PREDICTED: Gallus gallus similar to putative £ mol_typ:
Chordata Aves Gallus gallus Gallus gallus BAC clone CH261-57G10 from cl mol_typ
Chordata Mammalia Felis Felis catus clone rp86-207p24, complete seqt clone_ib="RPCI - 86 Male Feline BAC Library"
nidaria Antho: predicted protein (NE product="hypothetical protein’”
Cryptophyta Cryptophyceae  Cryptomonas paramecium  Cryps strain CC 235 large subunit ribosomal RNA"
Heterokontophyta Oomycota hes cON Ry
Heterokontophyta Oomycota hes cON |_type="mRNA"

clone lle_16 SMUG S prot product="SMUG  protein"

percolozoa Heterolobosea  Naegleria gruberi FONA plproduct: lbosomal RNA"
Streptophyta  C! Chiorokyb Chlorokybi hyticus chloropl “large ribosomal RNA"
Streptophyta  Cornales Cornus kousa Cornus kousa clone CK0B3 microsatellite seqisatellite="microsatelite”
streptophyta  Liliopsida d Festuca FaAS repeat el rpt_type
Streptophyta  Liliopsida Aegilops tauschii ‘Aegilops tauschil leucine-rich-like protein ger product="leucine-rich-like protein"
Streptophyt Liliopsida Aegilops tauschii Aegilops tauschil clone 4P6-2 tandem repeat rpt_type=tandem
streptophyta  Liliopsida Oryza sativa Oryza sativa Japonica Group CDNA clone:002:mol_type="mRNA"
Streptophyta  Liliopsida Oryza sativa Oryza sativa Japonica Group cONA clone:002 mol_type="mRNA"
streptophyta  Liliopsida Triticum turgidum Triticum turgi HMW glut bile_element_typs TR Erika_634M12-1p"
Streptophyta  Liliopsida AL microsate rpt_type=tandem
streptophyt Liliopsida Oryza sativa Oryza sativa Japonica Group genomic DNA, clmol_type="genomic DNA'; chromosome:
streptophyta  Liliopsida Zea perennis Zea perennis mitochondrion, complete genor mol_type="genomic DNA"
Streptophyta  Liliopsida Triticum 3
streptophyta  Liliopsida icum _element_type= Weel-2_TbBACS-1p"
Streptophyta  Liliopsida Triticum urartu Triticum urartu clone BAC 41C8 genornic seqimol_type="genomic DNA'; chromosome="6A"
treptophyts Liliopsida it I_type="genomic DNA'
Streptophyta Liliopsida Triticum turgidum nmcum turgidum overlapping clones BAC 32 mobile_element_type="retrotransposon:Gypsy"
Streptophyta  Liliopsida Triticum turgidum Ttlcur turgdumsubsp- iccoldes cones mabile_eement ype~"retrtransposon:el 391M13 2
streptophyta  Liliopsida i ti clone BA mobie_slement type="transposon ALG_Laura TA3BSSCS-1"
Streptophyta  Liliopsida Coix lacryma-jobi Coixl ibosomal RNA"
treptophyts Liliopsida i fone BAC 02609, comple moltype-="genomic DNA"
streptophyta  Liliopsida latiflorus 3 2 o
Streptophyta piales €034 note="cloned in p\ndwgaBAC 5 vector end sequence from reverse end”
Streptophyta  Asterales L i L tiva cul , coiproduct=
Sueptophyta  Asterales D Artemis Contigl don't match anything, Aunksequence
streptophyt alvales Gonystylus Gonystyts hloroplast 235 ribosomal RN/
Streptophyta  Brassicales Carica papaya oduct:
Streptophyta  Caryophyllales  Silene latifolia Silene latfoliachioroplast oS, rpaCt, rpcctmul type
Streptophyta  Fabales fol chloroplast, "~ 3
Streptophyta  Fabales Lathyrus sativus Lath Itivar Cicerchia Marchigiar pr 165 ribosomal RNA"
treptophy: Fabales Glycine max Glycine max cONA, clone: GMFLO1-21-C10  mol_type="mRNA"
Streptophyta  Fabales Medicago clone m mol_type="genomic DNA"
Streptophyta  Solanales Solanum Solanum tuberosum isolate DM1-3-516-R44 « product="165 ribosomal RNA"
Streptophyta  Vitales Vit vinifera Vitis vinifera contig VV78X160272.3, whole g mol_type="genomic DNA"
Streptophyta  Vitales Vit vinifera Vitis vinifera conig WIBKIGS077.2, whole gmol_type="genomic DNA"
Streptophyta  Vitales Vitis vinifera Vitis N40024 I RNA”




